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SEQUENCE LISTING 

<110> Keller, Nancy P. 
Bok, Jin woo 

<120> Global Regulator of Secondary Metabolite Biosynthesis and Methods 
of Use 

<130> 054030-0033 

<150> US 60/413,073 
<151> 2002-09-24 

<160> 3 

<170> Patentin version 3.2 

<210> 1 
<211> 3100 
<212> DNA 

<213> Aspergillus nidulans 

tttaaagcac cgcagtagcg caataccaag cggaccgtcg tcgagctgga ctcgctcgac 
tgccaggacg cactcgagga gggtcctgag tgctgaatct gatacaccac ttgcagaggc 
tagcagctga cagcgccttc gtcgtgcaga gtagtctagt agtctacagg ggcccgatcc 
tagtcatcct agccatctta gccatcctaa ccttcctagc cttcctagcc atcctagtgc 
ctccgccagg cctttctcac ccccgatctc aaaaataata ataataataa aagaagtcga 
cctcgtctgc ttttgcaact gcctcccgcc ccgccccctt cgcgcccgtg ggcccaaccg 
ggtcaagaga gcggctgcga caatcataaa cttaaagaaa agacggcgct gcttgcttgc 
ttgcctgctt gcctgcttgc ttgcttgtct aaacgcccgt cctgttgttg tcccgcttcg 
ctctctgttg gtttatgggt gtcagtccct cgcgctcttc cagcaccgtg accgctactt 
tttctcagcc tgtcaatcgt caatcttcaa tttcccttgt gggaggctct gattcccgta 
taattgaccc ctcgccctcc tgcatcaata ttcggattcc tgcttctatt caacgggcag 
aatttcttcc agctcgtcca cccctcactt cgatgaacct ctcctttttc ttttcaatcg 
gctgtttaca ttgtgttttc tgggatctct ggacgagtca actagatctt cagcttctgg 780 

840 
900 
960 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 



attgatctaa cgaacattct ttcggcttct ggccccccgc gctgctctgc ctacccgccg 
cccagcgcac cccacggctt tggtgacgat ttgtatagtc cactgttata gtccactgaa 
aacagttcct tccactgttc cactcggctg tcgatctttg taccctgttt cgccgctgat 
gtttgagatg ggcccggtgg gaactcgtct ccccgccatg acctctccag cgcacaacca 1020 
ctacagctac cactctccca cctccagcga cagaggccgg tcaaggcaga actcggatgc 1080 
catggacatc cagtccatca ctgaacgaga gccggcgacc agatacgcgg ttgcgggcgg 1140 
ccctgcgccc tggaatcgca acgggtctcc gagcatgagc cctatgtata gcaagtacat 1200 
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ctctcttacc cctccgtttc tttctgcttt tctaccaccc catccctctt tccagtctga 

gtccaggctt gttccgcttg aagtggctaa tgtgatcctc gtcttctctc tttctgtgtt 

ttagcaattc cgagcgaaac cagtttcatg aagagaacgg acgcacctac catggctttc 

gcaggggaat gtattttctt ccgtgcgatg agcaagaaca ggatcgcctc gacatcttcc 

ataagctatt cacggtagcg cgggtatcgg agagtctgat ctacgcgccc catccaacca 

acggccggtt tctggaccta ggatgtggaa ctggtatctg ggcgatcgag gtagcgaaca 1560 

agtaccctga tgcgtttgtc gctggtgtgg atttggctcc tattcagcct ccgaaccacc 1620 

cgaagaactg cgagttctac gcgcccttcg acttcgaagc gccatgggcc atgggggagg 1680 

attcctggga tctaatccat ctgcagatgg gttgcggtag tgtcatgggc tggccaaact 1740 

tgtatcgaag gatattcgca catctccgtc ccggtgcctg gtttgagcag gttgagatcg 1800 

atttcgagcc tcgatgtgat gatcggtcac tagatggaac ggcattgcgg cattggtacg 1860 

attgtcttaa acaggcgaca gcagagacca tgcggccaat cgcccatagc tcccgcgata 1920 

caataaaaga cctgcaggac gctgggttca cggagatcga ccatcaaata gtgggactcc 1980 

cgctcaaccc gtggcatcag gacgaacacg agcggaaggt ggcacgttgg tataacctgg 

ccgtctcaga gagcatcgaa aacctcagtc tggctccctt cagtcgtgtc tatcgctggc 

ccctggagag aatccagcaa ctcgccgcag atgtgaagtc cgaagcattc aacaaagaga 2160 

tccatgccta caatatactg cacatatacc aggctaggaa accattaaga taagagcaaa 2220 

aggcgaccac atccaggaac gcaaaacgaa aaggaggaaa actgctagcg caagtttatg 2280 

tcacgctggc acacgcccag ccatcagaaa tctcaacagc gaaagttatg aaccgcatca 

accgagtatg aacgacaatt cgtccatcac acacccttcg gttcctctcg caggcccagc 

atggcgccct atcaacctgc tttacgacgt cgtatatact ggcgaagtat cctctctatc 2460 

tactctggcg ctctagatac cgtgaagatg cagacaaaat tggccgagct cccttctcat 2520 

aatcctcgac gccgcggggg tagtcgttat acgtgaaact atcatgacgc tcttgtcgtt 2580 

accgctgcgc acctgggagg tataatagag tcgaattgcc ggtatcgtat actcatcgcg 2640 

ggaatggaga tgatagagag ctatatcccc ggatcaagaa gttggccatg acggagtacg 2700 

agaggagcat ggaaacaagc gacgagtagg tgagttatgt ggtgtggatc taggccccat 2760 

atatattccc gagtcatgct aggtcccaca ctccggtttc tgcgacatat gcatgcaaca 2820 

aagaatttgc ataaggcaat tgaaagctag tcacaaatag gagataaatt tatattgagc 2880 

agaagcgaaa aggtttgact tctcgatcct tcatgtttac gttgcctaaa ctccaacccg 

tgattgatac tatatggatc ccatgtaccc gttccatgcc agcaaacaag caaatcccaa 

acgcctaaat ggctaggacc ggtccgtaag tctatgttta cagcttaaag gtggtcaaga 

gatgatccca tctcttactt gcgcagataa ttaccgtatc 3100 
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<210> 2 
<211> 1125 
<212> DNA 

<213> Aspergillus nidulans 
<400> 2 

atgtttgaga tgggcccggt gggaactcgt ctccccgcca tgacctctcc agcgcacaac 
cactacagct accactctcc cacctccagc gacagaggcc ggtcaaggca gaactcggat 
gccatggaca tccagtccat cactgaacga gagccggcga ccagatacgc ggttgcgggc 
ggccctgcgc cctggaatcg caacgggtct ccgagcatga gccctatgta tagcaacaat 
tccgagcgaa accagtttca tgaagagaac ggacgcacct accatggctt tcgcagggga 
atgtattttc ttccgtgcga tgagcaagaa caggatcgcc tcgacatctt ccataagcta 
ttcacggtag cgcgggtatc ggagagtctg atctacgcgc cccatccaac caacggccgg 
tttctggacc taggatgtgg aactggtatc tgggcgatcg aggtagcgaa caagtaccct 
gatgcgtttg tcgctggtgt ggatttggct cctattcagc ctccgaacca cccgaagaac 
tgcgagttct acgcgccctt cgacttcgaa gcgccatggg ccatggggga ggattcctgg 
gatctaatcc atctgcagat gggttgcggt agtgtcatgg gctggccaaa cttgtatcga 
aggatattcg cacatctccg tcccggtgcc tggtttgagc aggttgagat cgatttcgag 
cctcgatgtg atgatcggtc actagatgga acggcattgc ggcattggta cgattgtctt 
aaacaggcga cagcagagac catgcggcca atcgcccata gctcccgcga tacaataaaa 
gacctgcagg acgctgggtt cacggagatc gaccatcaaa tagtgggact cccgctcaac 
ccgtggcatc aggacgaaca cgagcggaag gtggcacgtt ggtataacct ggccgtctca 
gagagcatcg aaaacctcag tctggctccc ttcagtcgtg tctatcgctg gcccctggag 
agaatccagc aactcgccgc agatgtgaag tccgaagcat tcaacaaaga gatccatgcc 
tacaatatac tgcacatata ccaggctagg aaaccattaa gataa 

<210> 3 
<211> 374 
<212> PRT 

<213> Aspergillus nidulans 
<400> 3 

Met Phe Glu Met Gly Pro val Gly Thr Arg Leu Pro Ala Met Thr Ser 
15 10 15 

Pro Ala His Asn His Tyr Ser Tyr His Ser Pro Thr Ser ser Asp Arg 
20 25 30 

Glv Arg ser Arg Gin Asn Ser Asp Ala Met Asp lie Gin Ser He Thr 
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35 40 45 

Glu Arg Glu Pro Ala Thr Arg Tyr Ala Val Ala Gly Gly Pro Ala Pro 
50 55 60 

Trp Asn Arg Asn Gly Ser Pro Ser Met ser Pro Met Tyr Ser Asn Asn 
65 ~ 70 75 80 

ser Glu Arg Asn Gin Phe His Glu Glu Asn Gly Arg Thr Tyr His Gly 
85 90 95 

Phe Gly Gly Arg Met Tyr Phe Leu Pro Cys Asp Glu Gin Glu Gin Asp 
100 105 110 

Arg Leu Asp lie Phe His Lys Leu Phe Thr val Ala Arg val Ser Glu 
115 120 125 

ser Leu He Tyr Ala Pro His Pro Thr Asn Gly Arg Phe Leu Asp Leu 
130 135 140 

Gly Cys Gly Thr Gly He Trp Ala lie Glu val Ala Asn Lys Tyr Pro 
145 150 155 160 

Asp Ala Phe val Ala Gly val Asp Leu Ala Pro He Gin Pro Pro Asn 
165 170 175 

His Pro Lys Asn Cys Glu Phe Tyr Ala Pro Phe Asp Phe Glu Ala Pro 
180 185 190 

Trp Ala Met Gly Glu Asp ser Trp Asp Leu He His Leu Gin Met Gly 
195 200 205 

Cys Gly Ser val Met Gly Trp Pro Asn Leu Tyr Arg Arg He Phe Ala 
y 210 215 220 

His Leu Arg Pro Gly Ala Trp Phe Glu Gin Val Glu lie Asp Phe Glu 
225 230 235 240 

pro Arg Cys Asp Asp Arg ser Leu Asp Gly Thr Ala Leu Arg His Trp 
245 250 255 

Tyr Asp Cys Leu Lys Gin Ala Thr Ala Glu Thr Met Arg Pro He Ala 
260 265 270 

His Ser ser Arg Asp Thr lie Lys Asp Leu Gin Asp Ala Gly Phe Thr 
275 " 280 285 
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Glu lie Asp His Gin lie Val Gly Leu Pro Leu Asn Pro Trp His Gin 
290 295 300 



Asp Glu His Glu Arg Lys Val Ala Arg Trp Tyr Asn Leu Ala val Ser 
305 310 315 320 




Trp Pro Leu Glu Arg lie Gin Gin Leu Ala Ala Asp Val Lys ser Glu 
340 " 345 350 

Ala Phe Asn Lys Glu lie His Ala Tyr Asn He Leu His He Tyr Gin 
355 360 365 

Ala Arg Lys Pro Leu Arg 
370 
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